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La microflora ha un effetto barriera
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Induzione della risposta imrmune
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Association of Laciobacilius spp. with Pever’s Palches in Mice

LALTRA PLANT axn PATRICTA CONWAY®
Sotvesd 0f Mirnsianinwy mead’ Trisseniogy, Swdiveeny of Mew Soutk FReder, Syabery, Ausrfis, 2072

FIG. 1. Scanning electron micrograph of mouse tissue after incubation in L. fermennen KLD cell suspension. {a) Typical aggregates ol L.
fermennm KLD-like cells on the FAE of the Peyer's patch; (b) absence of cells on nonlymphoid willous intestine. Bars, 10 pm.
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Association of Laciobacillus spp. with Peyer's Palches in Mice
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FIG. 4. Association of L. fesmenmm and L. delbreckii subsp. bud-
garicus with the Peyer's palches and nonlymphoid villoos intestine 2 h
following administration of an oral dose of 107 viable Laciobacillis
cells. Results are expressed as numbers of CFU per milligram (wet
weight) of lissue (k = 35 per trealment) as the mean value. Error bars
indicate standard deviations.



TABLE 2. Association of Laciebacilfuy strains with mouse Pever’s
patches and nonlymphoid intestinal tssue

Peyer's patch Monbymp hoid

Strain o ) . T
: association® intestine association™

Laciobacillvs sp. strain 003
Laciobacillvs sp. strain 004
Laciobaciflus sp. strain (05
Laciobacillvs sp. strain 006
Laciobacilles sp. strain 008
L. fermenmem KILD

L. acidophilus

I.. fermennem LIWN

L. fermenmem 1045
Laciobacillus sp. strain HRL
.. paracasei 43338

I.. sofivarius 43321

L. paracasei 42319
Laciobacillus sp. strain 433121
L. bulgavicus

I.. solivarius subsp. solivarius

" The association of Lectabacilivs spp. to small intestinal tssue, as visualized
by scanning elecron micrescopy: —, no association; +, low level at association (3
tor 50 bacteria/ficld); + -+, high level of association (=350 bacteria/field).

Plant e Conway,2001




IgA serica contro Salmonella typhi Ty21a
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Schiffrin et al, (1995). Immunomodulation of human blood cells following the ingestion of lactic acid bacteria. J. Dairy Sci. 78:491-497



Effetto barrierra nelle meta-analisi
BMJ VOLUME 324 8 giugno 2002

Importanza della dose
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Fig 5 Pot of the log of odds ratics for the proporion of patients
free of diarrhoea in treatmant groups compared with control groups




Lack of effect of L. crispatus MU5
on DSS colitis
Importanza del ceppo
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Bacterial ecology and allergy?
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“haracterizing the composition of intestinal microflora as ¢
Characterizing the composition of intestinal microflora as a
prospective treatment target in infant allergic discase

Pirkka V. Kirjavainen **, Effie Apostolou * Taina Arvola ©, Seppo J. Salminen *,
Glenn R. Gibson ¢, Erika [solauri ®
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Bacterial ecology and allergy?
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Tahle 1
The presence of selected predominant gut genera in the fecal flora of atopic and healthy infants as assessed by F
and after cessation of breasi-feeding

1 during exclusive breast-feeding

Bacterial Time af Mumber of cells per gmm of feces {the log mean® of each group with ¢ CI in parentheses)
aroup detection
Healthy infamis Adopic mfanis
{3 =100
A" (n=15) Gl sym proms Mo G I symptoms Positive O Megative CM
duril BF {n=35) during BF {n= 10} challenge {n =63 challenge {n =9

Bifidobacteria During LIS (2731047 271 (B 89-10.53) 043 (BT I3FEY 1019 (0. T2-ILGT) LD {B.97-11.02) 29352 (8. 15-10.8%

BF

After BF 940 (203 978 892 (841 9435
Bacieroides Druring 0 (23T H.N B.23 {7.11-9.34) T { 5.56—-10.346) B.36 (6.82-9.MN) 95T (T.S0—11.54)"  7.70 {6.07-933)

BF

After BF 2.02 (6TE 9 26) B.2T (7608 9)
Laciobacillif  During .51 {446-—8.55) T.7T2 {684-8.59 T.93 {T26—8.600 T.6l {6.23-8.99 T34 {4.81-987T) T {7T.38-8.55)
enerocooci BF

After BF 647 (4.84-8.100) T.33 (659807}
L Foistaedyidesen During 699 (5EBR-8.11) 64T {529-T.65) T.08 {564-8.53) 616 {(4.39-7.93) 662 {5.16-8.08) 63T (4.38-836)

BF

After BF 746 (6.19-8.73) 695 (6.10-7.7%
Taotal cell Dvuring DEGSE {IE44-TET) 1038 (2RSS 10,23 (985 100610 1056 (10,29 10.83) 1S {10 28-10.73) 101 {10.05-10.77)
Ccounis BF

After BF 1022 (10004100415 1027 (10012100410
Total IgE in During BF ND T {10—<45) 55 {13-43) M (D8} 113 {120~ 12 {019
serume (kLT 11y
SCORA T During BF Ny 27 (9-38) 29 {15-<45) 25 {6-33) AZ (18—d) 17 {4—28)

SoOTE




From ecology to applications?

Gut,2002

Aberrant composition of gut microbiota of allergic infants: a
target of bifidobacterial therapy at weaning?

P V Kirjavainenl, T Arvola2, S J Salminenl and E Isolauri3

Background: Recent data have outlined a relationship between the composition of the intestinal
microflora and allergic inflammation, and demonstrated the competence of probiotics in downregulation of
such inflammation.

Aims: Our aims were to characterise the relationship between gut microbes and the extent of allergic
sensitisation and to assess whether the efficacy of bifidobacterial supplementation in the treatment of
allergy could relate to modulation of the intestinal microbiota.

Methods: This randomised study included 21 infants with early onset atopic eczema of whom eight were
intolerant (highly sensitised group (HSG)) and 13 tolerant (sensitised group (SG)) to extensively
hydrolysed whey formula (EHF). In the SG, six were weaned to EHF without (placebo group (PG)) and
seven to EHF with Bifidobacterium lactis Bb-12 supplementation (bifidobacteria treated group (BbG)).
The faecal microflora of infants in the HSG was analysed only before weaning whereas in the SG the
faecal microflora was analysed both before and after weaning.

Results: Infants in the HSG had greater numbers of lactobacilli/enterococci than those in the SG. Serum
total IgE concentration correlated directly with Escherichia coli counts in all infants and with bacteroides
counts in the HSG, indicating that the presence of these bacteria is associated with the extent of atopic
sensitisation. The effect of supplementation was characterised as a decrease in the numbers of Escherichia
coli and protection against an increase in bacteroides numbers during weaning.

Conclusions: These data indicate that bifidobacterial supplementation appears to modify the gut

microbiota in a manner that may alleviate allergic inflammation. Further studies are needed to confirm this
conclusion.
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Conclusions

The experts agreed that adequate scientific evidence
exists to indicate that there is potential  for
the derivation of health benefits from consuming
food containing probiotics. However, it was felt
that additional research data are needed to confirm
a number of these health benefits In humans,
applying a systematic approach and following the
guidelines for the assessment of probiotics suggested
in this report. (FAO/WHO, 2001)



